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<210> 1 
<211> 40 
<212> PRT 

<?1 ^> Moraxella catarrhalis 
<400> 

Ala lie Ser Tyr Gly Asn S^r Ala Asp Ala Gin Pro Tyr Val Gly Ala 
If 5 / 10 15 




Lys/lle Gly Gin Val A^p Ala Lys Gin lie Asn Gly Lys Asn Thr Ala 
20 / 25 30 



Tyr Gly lie Tyr 

35 



Gly Tyr Asn 
40 



<210> 2 
<211> 17 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : PRIMER 
<400>/2 

gaygancarc cntaygt 

<210> 3 
<2l'l> 17 
<212> DNA 

<213> Artificial Sequence 



17 



1 



• # 



<220> 

<223> Description of Artificial Sequence : PRIMER 
<400> 3 

tgyttngcrt cnacytg 

<210> 4 
<211> 20 
. DNA 

<213>/Artif icial Sequence 
<220y 

<223> Description of Artificial Sequence 7 : PRIMER 
<4fi0> 4 

gangaygcnc arccntaygt 

pi0> 5 
[211> 20 
:212> DNA 

;213> Artificial Sequence 
|<220> 

|<223> Description of Artificial Sequence : PRIMER 
<400> 5 

atnccrtang cngtrttytt 

<210> 6 
<211> 543 
<212> DNA 

<213> MORAXELLA jCATARRHALIS 



<400> 6 
atgaaaactt 
aacgctgcca 
ggtcaagtag 
tataacttl 
tttaatgcac 
tatcgctat/a 
actaaagt4g 
agccta^cag 
agctacaact 
taa 




17 



20 



20 



ta^aaacact 
agctatgg 
cgccaagca 
accaaaattt 
gcgtgagtcc 
acttcatcaa 
atgttaccag 
gcggtgttgg 
atctatcaga 



attggcagta 
caattctgct 
aatcaacggt 
tggcgtagaa 
tgtaaaaggt 
taccccattt 
ccgtaatgca 
tgttggcttt 
agatgccaat 



tcagcttctt 
gatgctcaac 
aagaacaccg 
cccgaatttg 
gatgtgaagt 
tatgccaagg 
actacatact 
aaaccattag 
gcaattagtt 



cgttattggc 
cctatgttgg 
cttatggtat 
ttggttcaga 
cttttggtgc 
gcaaattagg 
caaacaaaag 
caaatgtggg 
tgggcgctca 



gatgagtgct 
tgccaaaatt 
ttatgcaggt 
cgccaaagaa 
ttatggcaca 
cattgctaag 
cgacaaaacc 
cgttgaagca 
tttggctttt 



60 

120 

180 

240 

300 

360 

420 

480 

540 

543 



<210> 1 
<21V> 180 



<212> PRT 

<213> Moraxella catarrhalis 



/ 



/ 




<400> 7 

Met Lys Thr Leu Lys Thr Leu Leu Ala Val Ser Ala Ser Ser/ Leu Leu 
1 5 10 / 15 

Ala Met Ser Ala Asn Ala Ala lie Ser Tyr Gly Asn Se/ Ala Asp Ala 
20 25 / 30 

r Val Gly Ala Lys lie Gly Gin Val Ksfp Ala Lys Gin lie 
35 40 / 45 

Asn Gly/hys Asn Thr Ala Tyr Gly lie Tyr Ala Gly Tyr Asn Phe Asp 
5/5 55 / 60 

Gin Asn Phe Gly Val Glu Ala Glu Phe 77a 1 Gly Ser Asp Ala Lys Glu 
65/ 70 / 75 80 



PJ/fe Asn Ala Gly Val Ser Pro Val Ays Gly Asp Val Lys Ser Phe Gly 

85 / 90 95 

Ala Tyr Gly Thr Tyr Arg Tyr/Asn Phe lie Asn Thr Pro Phe Tyr Ala 

100 / 105 110 

Lys Gly Lys Leu Gly lie/Ala Lys Thr Lys Val Asp Val Thr Ser Arg 

115 / 120 125 



Asn Ala Thr Thr 
130 



Ser Asn Lys Ser Asp Lys Thr Ser Leu Ala Gly 
135 140 



Gly Val Gly Val/Gly Phe Lys Pro Leu Ala Asn Val Gly Val Glu Ala 
145 / 150 155 160 



Ser Tyr Asn/Tyr Leu Ser Glu Asp Ala Asn Ala lie Ser Leu Gly Ala 
165 170 175 

His Leu Ala Phe 
180 



<21QT> 8 
<2Vl> 28 
<?12> DNA 
?13> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence : PRIMER 



3 




/ 



<400> 8 

ccctatgttg gtgccaaaat tggtcaag 



28 



<210> 9 
<211> 28 
<212> DNA 

<213> Artificial Sequence 



<220> 



ascription of Artificial Sequence : PRIMER 



<400> 9 

agatgccalag caaatcaacg gtaagaac 



28 



' <210> 10 

■i-TJtt? j / 

yg j <211>/28 

ih* i <212y DNA 

=.-y* ■ <2X3f> Artificial Sequence 



<22fo> 

<2£3> Description of Artificia 



Sequence : PRIMER 



Pi ! 



'M00> 10 

jttcttaccg ttgatttgct tgg^5atct 

f <210> 11 
<211> 2i 
<212> DNA 

<213> Artificial Sequence 



28 



<220> 

<223> Description of Artificial Sequence : PRIMER 



<400> 11 
cttgaccaai/ tttggcacca acataggg 



28 



<210> 12 
<211> IB 
<212>/DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : PRIMER 



:400> 12 

gcgacaaaac cagcctag 



18 



4 



<210> 13 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : PRIMER/ 

<400> 13 

jttggtg ttggcttt 




Sequence : PRIMER 




18 



<210> 14, 
<211> 2 
<212> tfNA 

<213> Artificial Sequence 

<220 

<223/> Description of Artifici 
<40/D> 14 

ccactttaaa acatcgccac 



<2fl0> 15 
<211> 45 
<212> DNA 

<?213> Artificial Sequence 
220> 

<223> Descriptio/i of Artificial Sequence : COMPOSIT PRIMER 
400> 15 

ggacgccatg g^aactttaa aaacactatt ggcagtatca gcttc 

210> 16 

211> 45 

212> DN 

213> Artificial Sequence 



<220> 

<223>/ Description of Artificial Sequence : COMPOSIT PRIMER 
<40i0> 16 

atcaagctta gtgatggtga tggtgatgaa aagccaaatg agcgc 

>10> 17 
:211> 40 
:212> DNA 

<213> Artificial Sequence 



20 



45 



45 



5 



* 



<220> 



/ 



<223> Description of Artificial Sequence : COMPOSIT PRIMER 



<400> 17 

gacggcccgg gctggtatca attggcatag gcggtaagtt 



40 



<210> 18 
<211> 38 
<212> DNA 

^Artificial Sequence 

<220> 

<223>/ Description of Artificial Sequence : COMPOSIT PRIMER 



<40QT> 18 

catrgctgcag cttgaccaat tttggcacca /cataggg 



38 



>10> 19 
211> 40 
f<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : COMPOSIT PRIMER 



<400> 19 

cactctgcag tagacgcy£aa gcaaatcaac ggtaagaaca 



40 



<210> 20 
<211> 40 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Des/cription of Artificial Sequence : COMPOSIT PRIMER 



<400> 2fb 

gcatgycgac gtagatgagc tacaaggcgt gatttgggat 



40 



<2106> 21 
<2yi> 80 
<2l2> DNA 

<213> Artificial Sequence 



:220> 

:223> Description of Artificial Sequence : DNA FRAGMENT 



6 




<400> 21 

jacgcscarc cstatgttgg tgtcaaaatt ggtcaagtag acgccaagca aatcaacggt 60 
mgaacaccg cctacggaat/ 80 
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m 
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O 

a 

m 



7 



